Summary. When studying digestibility, the respective parts of the exogenous, endogenous and bacterial fractions in the digesta or feces must be measured. The proportions of proteins from different sources may be estimated by comparing their amino acid composition with those of reference sources. This study describes the composition of endogenous and microbial proteins, i.e. meconium of piglet small intestine and colon, axenic piglet feces, bacteria isolated in the feces of pigs receiving a standard (cereal-based) or a purified diet, and pure culture of Escherichia coli. The composition of monoxenic piglet feces and of feces of conventional pigs fed the two types of diets have also been studied. The data on 17 amino acids were used to make overall comparisons of compositions, using the method of x 2 distances and factorial correspondance analysis. The composition of exclusively endogenous products differed somewhat from that of samples (mucus, mucosa) usually considered as representative of that fraction. In conventional pigs, the major part of fecal proteins was composed of bacterial protein. Accurate estimation of these was difficult : diaminopimelic acid assay gave an estimate of 65 % bacterial protein, while in the same experimental conditions X z distance gave an estimate of 90 %.
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Introduction.
The estimation of fecal or ileal digestibility is a convenient way of evaluating the functioning of the digestive tract. The material collected is a mixture of variable proportions of fractions of exogenous (dietary), endogenous (exported by the animal itself) and bacterial (saprophytic flora of the host animal digestive tract) origin. For a good assessment of the digestive utilization of the diet, particularly of proteins, these different fractions must be measured.
Isotopic labelling techniques using !5N (Souffrant, Kbhler and Gebhardt, 1982) aid in determining the endogenous nitrogen of digestive contents. Various other methods employing such markers as diaminopimelic acid (Synge, 1953) or nucleic acids (Smith, 1969) (Darcy, Laplace and Duée, 1982) . The diaminopimelic acid (DAPA) content of all samples was assayed systematically using hydrolysates prepared according to the performic oxidation required for sulphur amino acid assay. DAPA was assayed using a modification of
The amino acid compositions of the various samples have been compared two by two by calculating the X Z distance, as already described by Guilloteau et al. (1980) and Darcy, Laplace and Duée (1983) . A method of correspondance analysis was also used to make an overall comparison of the amino acid composition of the various proteins studied (Guilloteau, Sauvant and Patureau-Mirand, 1983 ; Darcy, Laplace and Duée, 1983 The proportion of bacterial protein in the fecal protein was estimated using DAPA ratios in relation to total nitrogen. In the isolated fecal bacteria these mean ratios were 0.0299 (standard diet) and 0.0194 (semi-purified diet). In feces, the corresponding mean ratios were 0.0191 and 0.0125, which gave a bacterial protein proportion (in fecal protein) of 64.7 ± 2.7 % for the standard diet (coefficient of variation, CV = 12.3 %) and of 65.7 ± 4.7 % for the purified diet (CV = 14.2 %).
Compared with these estimates based on analytical techniques, counting the bacterial population gave rather different values depending on the diet. In pigs given the standard diet, we found 1.3 x 10 10 bacteria/g of fresh feces and the species were highly diversified. In those given a semi-purified diet, we found 2.6 x 10 9 bacteria/g, i.e. 5 times less, with a much smaller range of species. The composition of axenic feces is far from that of the two types of meconium (table 2), but relatively close to the mean composition of the two meconiums ( X 2 = 54). This X 2 value is similar to that recorded ( X 2 = 43) when comparing the feces of our axenic piglets with calf meconium of non-specified anatomical origin (Grongnet et al., 1981) or when comparing ( X z = 54) these same axenic piglet feces with axenic lamb feces (Combe and Pion, 1977) . Our very pure endogenous sources (meconium, axenic piglet feces) can also be compared to samples obtained from older conventional pigs and considered as representative of an endogenous fraction, such as effluent of perfused isolated intestinal loop (Buraczewska, 1979) and duodenal or jejunal mucus recovered from various sites in small intestine (Darcy, Laplace and Duée, 1983 (Work and Dewey, 1953 ; Dufva et al., 1982) . 
